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NLRP3 HiJ5 (EHAEH)

FC4FR: NLRP3 LR (EHEHA)

YLV A4 FK: NLRP3 Antigen (Recombinant Protein)
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Fusion protein corresponding to a region derived from 1-301 amino acids of human NLRP3

BARKA

Full name:
Synonyms:

Swissprot:
Gene Accession:

Purity:

Expression system:

Tags:

Background:

NLR family, pyrin domain containing 3

AIl, AVP; FCU; MWS; FCAS; CIAS1; NALP3; Clorf7; CLR1.1; PYPAF1; A
GTAVPRL

Q96P20

BC117211

>85%, as determined by Coomassie blue stained SDS-PAGE
Escherichia coli

His tag C-Terminus, GST tag N-Terminus

This gene encodes a pyrin-like protein containing a pyrin domain, a
nucleotide-binding site (NBS) domain, and a leucine-rich repeat (LRR
) motif. This protein interacts with the apoptosis-associated speck-lik
e protein PYCARD/ASC, which contains a caspase recruitment domai
n, and is a member of the NALP3 inflammasome complex. This com
plex functions as an upstream activator of NF-kappaB signaling, and
it plays a role in the regulation of inflammation, the immune respon
se, and apoptosis. Mutations in this gene are associated with familia
| cold autoinflammatory syndrome (FCAS), Muckle-Wells syndrome (
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MWS), chronic infantile neurological cutaneous and articular (CINCA)
syndrome, and neonatal-onset multisystem inflammatory disease (NO
MID). Multiple alternatively spliced transcript variants encoding distin
ct isoforms have been identified for this gene. Alternative 5' UTR str
uctures are suggested by available data; however, insufficient eviden
ce is available to determine if all of the represented 5' UTR splice p

atterns are biologically valid.



