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psMc2 HiJR (BEHEH)

R RR: PSMC2 HiE (EHEED

YLV A FR: PSMC2 Antigen (Recombinant Protein)

R A proteasome (prosome, macropain) 26S subunit, ATPase, 2; S7; MSS1; Nbla10058

5 17 P (-20C)

MR HUR

Bk

Fusion protein corresponding to N terminal 250 amino acids of human PSMC2

HARIH

Full name: proteasome (prosome, macropain) 26S subunit, ATPase, 2
Synonyms: S7; MSS1; Nblal0058

Swissprot: P35998

Gene Accession:  BC002589

Purity: >85%, as determined by Coomassie blue stained SDS-PAGE

Expression syste . .
Escherichia coli

m:
Tags: His tag C-Terminus, GST tag N-Terminus
The 26S proteasome is a multicatalytic proteinase complex with a highl
y ordered structure composed of 2 complexes, a 20S core and a 19S r
egulator. The 20S core is composed of 4 rings of 28 non-identical subu
Background:

nits; 2 rings are composed of 7 alpha subunits and 2 rings are compos
ed of 7 beta subunits. The 19S regulator is composed of a base, which
contains 6 ATPase subunits and 2 non-ATPase subunits, and a lid, whic
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h contains up to 10 non-ATPase subunits. Proteasomes are distributed t
hroughout eukaryotic cells at a high concentration and cleave peptides

in an ATP/ubiquitin-dependent process in a non-lysosomal pathway. An
essential function of a modified proteasome, the immunoproteasome, is
the processing of class I MHC peptides. This gene encodes one of the

ATPase subunits, a member of the triple-A family of ATPases which hav
e a chaperone-like activity.



